                         ((((((.....(..((((.........)))).((((((....).)))))...........
chr-11.trna86-Tyr-GTA CCGACC-----UUAGCUCAGUUGGU-AGAGCGGAGGACUGUAGAUCCUUAGGU------- 47
chr-1.trna63-Tyr-GTA CCGACC-----UUAGCUCAGUUGGU-AGAGCGGAGGACUGUAGAUCCUUAGGU------- 47
chr-10.trna98-Tyr-GTA CCGACC-----UUAGCUCAGUUGGU-AGAGCGGAGGACUGUAGAUCCUUAGGU------- 47
chr-1.trna74-Tyr-GTA CCGACC-----UUAGCUCAGUUGGU-AGAGCGGAGGACUGUAGAUCCUUAGGU------- 47
chr-1.trna75-Tyr-GTA CCGACC-----UUAGCUCAGUUGGU-AGAGCGGAGGACUGUAGAUCCUUAGGU------- 47
chr-5.trna9-Tyr-GTA CCGACC-----UUAGCUCAGUUGGU-AGAGCGGAGGACUGUAGAUCCUUAGGU------- 47
chr-9.trna71-Tyr-GTA CCGACC-----UUAGCUCAGUUGGU-AGAGCGGAGGACUGUAGAUCCUUAGGU------- 47
chr-5.trna99-Tyr-GTA CCGACC-----UUAGCUCAGUUGGU-AGAGCGGAGGACUGUAGAUCCUUAGGU------- 47
chr-5.trna107-Tyr-GTA CCGACC-----UUAGCUCAGUUGGU-AGAGCGGAGGACUGUAGAUCCUUAGGU------- 47
chr-8.trna90-Tyr-GTA CCGACC-----UUAGCUCAGUUGGU-AGAGCGGAGGACUGUAGAUCCUUAGGU------- 47
chr-7.trna117-Tyr-GTA CCGACC-----UUAGCUCAGUUGGU-AGAGCGGAGGACUGUAGAUCCUUAGGU------- 47
chr-7.trna116-Tyr-GTA CCGACC-----UUAGCUCAGUUGGU-AGAGCGGAGGACUGUAGAUCCUUAGGU------- 47
chr-3.trna198-Tyr-GTA CCGACC-----UUAGCUCAGUUGGU-AGAGUGGAGGACUGUAGAUCCUUAGGU------- 47
chr-10.trna29-Tyr-GTA CCGACC-----UUAGCUCAGUUGGU-AGAGCAGAGGACUGUAGAUCCUUAGGU------- 47
chr-9.trna70-Tyr-GTA CCGACC-----UUAACUCAGUUGGU-AGAGCGGAGGACUGUAGAUCCUUAGGU------- 47
chr-5.trna109-Tyr-GTA CUGACC-----UUAGCUCAGUUGGU-AGAGUGGAGGACUGUAGAUCCUUAGGU------- 47
chr-10.trna28-Tyr-GTA CCGACC-----UUAGCUCAGUUGGU-AGAGCGGAGGACUGUAGAUCCUUAGGU------- 47
chr-9.trna69-Tyr-GTA CCGACC-----UUAACUCAGUUGGU-AGAGCGGAGGUCUGUAGAUCCUUAGGU------- 47
chr-5.trna106-Tyr-GTA CCGACC-----UUAGUUUAGUUGGU-AGAGCGGAGGACUGUAGAUCCUUAGGU------- 47
chr-5.trna108-Tyr-GTA UCAACC-----UUAGCUCAGUUGGU-AGAGCGGAGGACCGUAGAUCCUUAGGU------- 47
chr-10.trna30-Tyr-GTA UU-----------AGCUCAGUUGGU-AGAGCGGAGGACUGUAGAUCCUUAGGU------- 41
chr-2.trna120-Tyr-GTA GUGCUGGCUCGAUGCCCGAGCAGUUAAUGGGGACGGACUGUAAAUUCGUUGGCAAUAUGU 60
chr-7.trna27-Tyr-GTA GGGUUG-----AUGUCCGAGCGGUUAAUGGGGACGGACUGUAAAUUCGUUGACAAUAUGU 55
chr-11.trna10-Tyr-GTA GGGUCG-----AUGCCCGAGCGGUUAAUGGGGAUGGACUGUAAAUUCGUUGGCAAUAUGU 55
chr-10.trna145-Tyr-GTA GGGAGA-----GUGGCCGAGUGGUCAAAAGCGACAGACUGUAAAUCUGUUGAA-GUUUUU 54
                         .........10........20........30........40........50.........

                         ....(((((.......)))))))......))))).
chr-11.trna86-Tyr-GTA ---CGCUGGUUCGAAUCCGGCAG------GUCGGA 73
chr-1.trna63-Tyr-GTA ---CGCUGGUUCGAAUCCGGCAG------GUCGGA 73
chr-10.trna98-Tyr-GTA ---CGCUGGUUCGAAUCCGGCAG------GUCGGA 73
chr-1.trna74-Tyr-GTA ---CGCUGGUUCGAAUCCGGCAG------GUCGGA 73
chr-1.trna75-Tyr-GTA ---CGCUGGUUCGAAUCCGGCAG------GUCGGA 73
chr-5.trna9-Tyr-GTA ---CGCUGGUUCGAAUCCGGCAG------GUCGGA 73
chr-9.trna71-Tyr-GTA ---CGCUGGUUCGAAUCCGGCAG------GUCGGA 73
chr-5.trna99-Tyr-GTA ---CGCUGGUUCGAAUCCGGCAG------GUCGGA 73
chr-5.trna107-Tyr-GTA ---CGCUGGUUCGAAUCCGGCAG------GUCGGA 73
chr-8.trna90-Tyr-GTA ---CGCUGGUUCGAAUCCGGCAG------GUCGGA 73
chr-7.trna117-Tyr-GTA ---CGCUGGUUCGAAUCCGGCAG------GUCGGA 73
chr-7.trna116-Tyr-GTA ---CGCUGGUUCGAAUCCGGCAG------GUCGGA 73
chr-3.trna198-Tyr-GTA ---CGCUGGUUCGAAUCCGGCAG------GUCGGA 73
chr-10.trna29-Tyr-GTA ---CGCUGGUUCGAAUCCGGCAG------GUCGGA 73
chr-9.trna70-Tyr-GTA ---CGCUGGUUCGAAUCCGGCAG------GUCGGA 73
chr-5.trna109-Tyr-GTA ---CGCUGGUUCGAAUUCGGCAG------GUCGGA 73
chr-10.trna28-Tyr-GTA ---CGCUGGUUCGAAUCGGGCAG------GUCGGA 73
chr-9.trna69-Tyr-GTA ---CGCUGGUUCGAAUCCGGCAG------GUCGGA 73
chr-5.trna106-Tyr-GTA ---CGCUGAUUCGAAUCCGGCAG------GUCGGA 73
chr-5.trna108-Tyr-GTA ---CGCUGGUUCGAAUCUGGUAGAUGUUAGUUGAU 79
chr-10.trna30-Tyr-GTA ---CGUUAGUUCGAAUCCGACUU------AUCAA- 66
chr-2.trna120-Tyr-GTA CUACGCUGGUUCAAAUCCAGCUC------GGCACA 89
chr-7.trna27-Tyr-GTA CUACGUUGGUUCAAAUCCAGCUC------GGCCCA 84
chr-11.trna10-Tyr-GTA CUACGCUGGUUCAAAUCCAGCUC------GGCCCA 84
chr-10.trna145-Tyr-GTA CUACGUAGGUUCGAAUCCUGCCU------CUCCCA 83
                         .........70........80........90....