                         ((((((((........((.(.....(((((((.......))))).)))))((((......
chr-1.trna12-His-GTG UCGGAUGUAGCCAAGUGGAUCAAGGCAGUGGAUUGUGAAUCCACCACGCGCGGGUUCAAU 60
chr-10.trna9-His-GTG GCGGAUGUAGCCAAGUGGAUCAAGGCAGUGGAUUGUGAAUCCACCAUGCGCGGGUUCAAU 60
chr-7.trna38-His-GTG GUGGCUGUAGUUUAGUGG-UGAGAAUUCCACGUUGUGGCCGUGG-AGACCUGGGCUCGAA 58
chr-7.trna31-His-GTG GUGGCUGUAGUUUAGUGG-UGAGAAUUCCACGUUGUGGCCGUGG-AGACCUGGGCUCGAA 58
chr-2.trna12-His-GTG GUGGCUGUAGUUUAGUGG-UAAGAAUUCCAUGUUGUGGCCGUGG-AGACCUGGGCUCGAA 58
chr-2.trna50-His-GTG GUGGCUGUAGUUUAGUGG-UAAGAAUUCCACGUUGUGGCCGUGG-AGACCUGGGCUCGAA 58
chr-11.trna32-His-GTG GUGGCUGUAGUUUAGUGG-UAAGAAUUCCACGUUGUGGCCGUGG-AGACCUGGGCUCGAA 58
chr-11.trna1-His-GTG GUGGCUGUAGUUUAGUGG-UAAGAAUUCCACGUUGUGGCCGUGG-AGACCUGGGCUCGAA 58
chr-10.trna100-His-GTG GUGGCUGUAGUUUAGUGG-UAAGAAUUCCACGUUGUGGCCGUGG-AGACCUGGGCUCGAA 58
chr-10.trna29-His-GTG GUGGCUGUAGUUUAGUGG-UAAGAAUUCCACGUUGUGGCCGUGG-AGACCUGGGCUCGAA 58
chr-3.trna8-His-GTG GUGGCUGUAGUUUAGUGG-UAAGAAUUCCACGUUGUGGCCGUGG-AGACCUGGGCUCGAA 58
chr-10.trna1-His-GTG GUGGCUGUAGUUUAGUGG-UAAGAAUUCCACGUUGUGGCCGUGG-AGACCUGGGCUCGAA 58
chr-9.trna8-His-GTG GUGGCUGUAGUUUAGUGG-UAAGAAUUCCACGUUGUGGCCGUGG-AGACCUGGGCUCGAA 58
chr-4.trna5-His-GTG GUGGCUGUAGUUUAGUGG-UAAGAAUUCCACGUUGUGGCCGUGG-AGACCUGGGCUCGAA 58
chr-4.trna76-His-GTG GUGGCUGUAGUUUAGUGG-UAAGAAUUCCACGUUGUGGCCGUGG-AGACCUGGGCUCGAA 58
chr-6.trna108-His-GTG GUGGCUGUAGUUUAGUGG-UAAGAAUUCCACGUUGUGGCCGUGG-AGACCUGGGCUCGAA 58
chr-6.trna48-His-GTG GUGGCUGUAGUUUAGUGG-UAAGAAUUCCACGUUGUGGCCGUGG-AGACCUGGGCUCGAA 58
chr-5.trna38-His-GTG GUGGCUGUAGUUUAGUGG-UAAGAAUUCCACGUUGUGGCCGUGG-AGACCUGGGCUCGAA 58
chr-4.trna57-His-GTG GUGGCUGUAGUUUAGUGG-UAAGAAUUCCACGUUGUGGCCGUGG-AGACCUGGGCUCCAA 58
chr-2.trna79-His-ATG GGGCGUGUAGGUUAGAGGAUUAGAGCAUGUGGAUAUGAACCAUGGUGUCGGGGGUUCGAA 60
                         .........10........20........30........40........50.........

                         .)))))))))))).
chr-1.trna12-His-GTG CCCCGUCGUUCGCC 74
chr-10.trna9-His-GTG UCCCGUCGUUCACU 74
chr-7.trna38-His-GTG UCCCAGCAGCCACA 72
chr-7.trna31-His-GTG UCCCAGCAGCCACA 72
chr-2.trna12-His-GTG UCCCAGCAGCCACA 72
chr-2.trna50-His-GTG UCCCAGCAGCCACA 72
chr-11.trna32-His-GTG UCCCAGCAGCCACA 72
chr-11.trna1-His-GTG UCCCAGCAGCCACA 72
chr-10.trna100-His-GTG UCCCAGCAGCCACA 72
chr-10.trna29-His-GTG UCCCAGCAGCCACA 72
chr-3.trna8-His-GTG UCCCAGCAGCCACA 72
chr-10.trna1-His-GTG UCCCAGCAGCCACA 72
chr-9.trna8-His-GTG UCCCAGCAGCCACA 72
chr-4.trna5-His-GTG UCCCAGCAGCCACA 72
chr-4.trna76-His-GTG UCCCAGCAGCCACA 72
chr-6.trna108-His-GTG UCCCAGCAGCCACA 72
chr-6.trna48-His-GTG UCCCAGCAGCCACA 72
chr-5.trna38-His-GTG UCCCAGCAGCCACA 72
chr-4.trna57-His-GTG UCCCAGCAGCCACA 72
chr-2.trna79-His-ATG UCCCUCCUCGCCCA 74
                         .........70...