                         ((((.((..((((.........)))).(((.(((....).))))).....(((((.....
chr-VI.trna16-Phe-GAA GCAGGGAUAGCUCAGUUGG-GAGAGUGUCAGAACUGAAGAUCUGAAGGUCGCGUGUCCGA 59
chr-V.trna53-Phe-GAA GCAGGGAUAGCUCAGUUGG-GAGAGUGUCAGAACUGAAGAUCUGAAGGUCGCGUGUCCGA 59
chr-I.trna23-Phe-GAA GCGGGGAUAGCUCAGUUGG-GAGAGCGUCA-GACUGAAGAUCUGAAGGUCGCGUGUUCGA 58
chr-I.trna32-Phe-GAA GCGGGGAUAGCUCAGUUGG-GAGAGCGUCA-GACUGAAGAUCUGAAGGUCGCGUGUUCGA 58
chr-II.trna9-Phe-GAA GCGGGGAUAGCUCAGUUGG-GAGAGCGUCA-GACUGAAGAUCUGAAGGUCGCGUGUUCGA 58
chr-IX.trna61-Phe-GAA GCGGGGAUAGCUCAGUUGG-GAGAGCGUCA-GACUGAAGAUCUGAAGGUCGCGUGUUCGA 58
chr-IX.trna54-Phe-GAA GCGGGGAUAGCUCAGUUGG-GAGAGCGUCA-GACUGAAGAUCUGAAGGUCGCGUGUUCGA 58
chr-VII.trna15-Phe-GAA GCGGGGAUAGCUCAGUUGG-GAGAGCGUCA-GACUGAAGAUCUGAAGGUCGCGUGUUCGA 58
chr-II.trna18-Phe-GAA GCGGGGAUAGCUCAGUUGG-GAGAGCGUCA-GACUGAAGAUCUGAAGGUCGCGUGUUCGA 58
chr-VII.trna3-Phe-GAA GCGGGGAUAGCUCAGUUGG-GAGAGCGUCA-GACUGAAGAUCUGAAGGUCGCGUGUUCGA 58
chr-II.trna22-Phe-GAA GCGGGGAUAGCUCAGUUGG-GAGAGCGUCA-GACUGAAGAUCUGAAGGUCGCGUGUUCGA 58
chr-VI.trna1-Phe-GAA GCGGGGAUAGCUCAGUUGG-GAGAGCGUCA-GACUGAAGAUCUGAAGGUCGCGUGUUCGA 58
chr-V.trna67-Phe-GAA GCGGGGAUAGCUCAGUUGG-GAGAGCGUCA-GACUGAAGAUCUGAAGGUCGCGUGUUCGA 58
chr-II.trna29-Phe-GAA GCGGGGAUAGCUCAGUUGG-GAGAGCGUCA-GACUGAAGAUCUGAAGGUCGCGUGUUCGA 58
chr-V.trna52-Phe-GAA GCGGGGAUAGCUCAGUUGG-GAGAGCGUCA-GACUGAAGAUCUGAAGGUCGCGUGUUCGA 58
chr-V.trna49-Phe-GAA GCGGGGAUAGCUCAGUUGG-GAGAGCGUCA-GACUGAAGAUCUGAAGGUCGCGUGUUCGA 58
chr-V.trna24-Phe-GAA GCGGGGAUAGCUCAGUUGG-GAGAGCGUCA-GACUGAAGAUCUGAAGGUCGCGUGUUCGA 58
chr-III.trna78-Phe-GAA GCGGGGAUAGCUCAGUUGG-GAGAGCGUCA-GACUGAAGAUCUGAAGGUCGCGUGUUCGA 58
chr-III.trna76-Phe-GAA GCGGGGAUAGCUCAGUUGG-GAGAGCGUCA-GACUGAAGAUCUGAAGGUCGCGUGUUCGA 58
chr-VII.trna9-Phe-GAA GUCAGGAUAGCUCAGUUGG-UAGGGCAGAG-GACUGAAAAUCCUCGUGUCACCAGUUCAA 58
chr-II.trna50-Phe-GAA GUCAGGAUAGCUCAGUUGG-UAGAGCAGAG-GACUGAAAAUCCUCGUGUUACCAGUUCAA 58
chr-VI.trna6-Phe-GAA GUUCUGGUAGCUCAGCUGGUUAGAGCAAAG-GACUGAAAAUCCUU----CAGUGGUUCGA 55
                         .........10........20........30........40........50.........

                         ..))))))).......)))).
chr-VI.trna16-Phe-GAA UCCACGCUC------ACCGCA 74
chr-V.trna53-Phe-GAA UCCACGCUC------ACCGCA 74
chr-I.trna23-Phe-GAA UCCACGCUC------ACCGCA 73
chr-I.trna32-Phe-GAA UCCACGCUC------ACCGCA 73
chr-II.trna9-Phe-GAA UCCACGCUC------ACCGCA 73
chr-IX.trna61-Phe-GAA UCCACGCUC------ACCGCA 73
chr-IX.trna54-Phe-GAA UCCACGCUC------ACCGCA 73
chr-VII.trna15-Phe-GAA UCCACGCUC------ACCGCA 73
chr-II.trna18-Phe-GAA UCCACGCUC------ACCGCA 73
chr-VII.trna3-Phe-GAA UCCACGCUC------ACCGCA 73
chr-II.trna22-Phe-GAA UCCACGCUC------ACCGCA 73
chr-VI.trna1-Phe-GAA UCCACGCUC------ACCGCA 73
chr-V.trna67-Phe-GAA UCCACGCUC------ACCGCA 73
chr-II.trna29-Phe-GAA UCCACGCUC------ACCGCA 73
chr-V.trna52-Phe-GAA UCCACGCUC------ACCGCA 73
chr-V.trna49-Phe-GAA UCCACGCUC------ACCGCA 73
chr-V.trna24-Phe-GAA UCCACGCUC------ACCGCA 73
chr-III.trna78-Phe-GAA UCCACGCUC------ACCGCA 73
chr-III.trna76-Phe-GAA UCCACGCUC------ACCGCA 73
chr-VII.trna9-Phe-GAA AUCUGGUUC------CUGGCA 73
chr-II.trna50-Phe-GAA AUAUGGUUUUCUUCGUUGGCU 79
chr-VI.trna6-Phe-GAA AUCCACAUC------UGAGCG 70
                         .........70........80