                        (((((((..((((..........................................))))(
chr-3.trna21-His-GTG GUGGCUGUAGUUUAGUG----------------------------------GUGAGAAUU 26
chr-5.trna47-His-GTG GUGGCUGUAGUUUAGUG----------------------------------GUGAGAAUU 26
chr-11.trna3-His-GTG GUGGCUGUAGUUUAGUG----------------------------------GUGAGAAUU 26
chr-1.trna61-His-GTG GUGGCUGUAGUUUAGUG----------------------------------GUGAGAAUU 26
chr-8.trna6-His-GTG GUGGCUGUAGUUUAGUG----------------------------------GUGAGAAUU 26
chr-7.trna28-His-GTG GUGGCUGUAGUUUAGUG----------------------------------GUAAGAAUU 26
chr-8.trna37-His-GTG GUGGCUGUAGUUUAGUG----------------------------------GUAAGAAUU 26
chr-8.trna44-His-GTG GUGGCUGUAGUUUAGUG----------------------------------GUAAGAAUU 26
chr-8.trna46-His-GTG GUGGCUGUAGUUUAGUG----------------------------------GUAAGAAUU 26
chr-10.trna18-His-GTG GUGGCUGUAGUUUAGUG----------------------------------GUAAGAAUU 26
chr-10.trna32-His-GTG GUGGCUGUAGUUUAGUG----------------------------------GUAAGAAUU 26
chr-10.trna20-His-GTG GUGGCUGUAGUUUAGUG----------------------------------GUAAGAAUU 26
chr-19.trna17-His-GTG GUGGAUGUAACCAAGUGG---------------------------------AUCAAGGCA 27
chr-14.trna11-His-GTG GUGGCUGUAGUUUAGUGGUACAGCCACAUUUACAUCGAAGUGGCUGUACAAGGUAGAAUU 60
                        .........10........20........30........40........50.........

                        (((((.......))))))....(((((.......)))))))))))).
chr-3.trna21-His-GTG CCACGUUGUGGCCGUGGA-GACCUGGGCUCGAAUCCCAGCAGCCACA 72
chr-5.trna47-His-GTG CCACGUUGUGGCCGUGGA-GACCUGGGCUCGAAUCCCAGCAGCCACA 72
chr-11.trna3-His-GTG CCACGUUGUGGCCGUGGA-GACCUGGGCUCGAAUCCCAGCAGCCACA 72
chr-1.trna61-His-GTG CCACGUUGUGGCCGUGGA-GACCUGGGCUCGAAUCCCAGCAGCCACA 72
chr-8.trna6-His-GTG CCACGUUGUGGCCGUGGA-GACCUGGGCUCGAAUCCCAGCAGCCACA 72
chr-7.trna28-His-GTG CCACGUUGUGGCCGUGGA-GACCUGGGCUCGAAUCCCAGCAGCCACA 72
chr-8.trna37-His-GTG CCACGUUGUGGCCGUGGA-GACCUGGGCUCGAAUCCCAGCAGCCACA 72
chr-8.trna44-His-GTG CCACGUUGUGGCCGUGGA-GACCUGGGCUCGAAUCCCAGCAGCCACA 72
chr-8.trna46-His-GTG CCACGUUGUGGCCGUGGA-GACCUGGGCUCGAAUCCCAGCAGCCACA 72
chr-10.trna18-His-GTG CCACGUUGUGGCCGUGGA-GACCUGGGCUCGAAUCCCAGCAGCCACA 72
chr-10.trna32-His-GTG CCACGUUGUGGCCGUGGA-GACCUGGGCUCGAAUCCCAGCAGCCACA 72
chr-10.trna20-His-GTG CCACGUUGUGGCCGUGGA-GACCUGGGCUCGAAUCCCAGCAGCCACA 72
chr-19.trna17-His-GTG GUGGAUUGUGAAUUCACUAUGCGUGGGUUCAAUUCCCGUCAUUCACC 74
chr-14.trna11-His-GTG CUACGUUGUGGCCGUAGA-GACCUGGGCUCGAAUCCCAGCAGCCACA 106
                        .........70........80........90........100.....