                        (((((((..(((...........)))((((((.......))))).)((((........))
chr-3.trna109-Ser-TGA GUCGAUAUGUCCGAGUGGUUAA-GGAGACAGACUUGAAAUCUGU-UGGGCUAC-----GC 53
chr-1.trna17-Ser-TGA GUCAAUAUGUCCGAGUGGUUAA-GGAGACAGACUUGAAAUCUGU-UGGGCUAC-----GC 53
chr-1.trna86-Ser-TGA GUCGAUAUGUCCGAGUGGUUAA-GGAGACAGACUUGAAAUCUGU-UGGGCUUC-----GC 53
chr-1.trna94-Ser-TGA GUCGAUAUGUCCGAGUGGUUAA-GGAGACAGACUUGAAAUCUGU-UGGGCUUC-----GC 53
chr-7.trna116-Ser-TGA GUCGAUAUGUCCGAGUGGUUAA-GGAGACAGACUUGAAAUCUGU-UGGGCUUC-----GC 53
chr-3.trna72-Ser-TGA GUCGAUAUGUCCGAGUGGUUAA-GGAGACAGACUUGAAAUCUGU-UGGGCUUC-----GC 53
chr-7.trna55-Ser-TGA GUCGAUAUGUCCGAGUGGUUAA-GGAGACAGACUUGAAAUCUGU-UGGGCUUC-----GC 53
chr-7.trna18-Ser-TGA GUCGAUAUGUCCGAGUGGUUAA-GGAGACAGACUUGAAAUCUGU-UGGGCUUC-----GC 53
chr-3.trna89-Ser-TGA GUCGAUAUGUCCGAGUGGUUAA-GGAGACAGACUUGAAAUCUGU-UGGGCUUC-----GC 53
chr-7.trna86-Ser-TGA GUCAAUAUGUCCGAGUGGUUAA-GGAGACAGACUUGAAAUCUGU-UGGGCUUC-----GC 53
chr-5.trna104-Ser-TGA GUCAAUAUGUCCGAGUGGUUAA-GGAGACAGACUUGAAAUCUGU-UGGGCUUC-----GC 53
chr-4.trna28-Ser-TGA GGAGAGAUGGCUGAGUGGUUGAUAGCUCCGGUCUUGAAAACCGGUAUAGUUCGAAAGAAC 60
chr-8.trna112-Ser-TGA GGAGAGAUGGCUGAGUGGUUGAUAGCUCCGGUCUUGAAAACUGGUAUAGUUCGAAAGAAC 60
chr-4.trna18-Ser-TGA GGAGAGAUGGCUGAGUGGUUGAUAGCUCCGGUCUUGAAAACCGGUAUAGUUCGAAAGAAC 60
                        .........10........20........30........40........50.........

                        ))..(((((.......)))))))))))).
chr-3.trna109-Ser-TGA CCGCGCAGGUUCGAACCCUGCUGUCGACG 82
chr-1.trna17-Ser-TGA CCGCGCAGGUUCGAACCCUGCUGUUGACG 82
chr-1.trna86-Ser-TGA CCGCGCAGGUUCGAACCCUGCUGUCGACG 82
chr-1.trna94-Ser-TGA CCGCGCAGGUUCGAACCCUGCUGUCGACG 82
chr-7.trna116-Ser-TGA CCGCGCAGGUUCGAACCCUGCUGUCGACG 82
chr-3.trna72-Ser-TGA CCGCGCAGGUUCGAACCCUGCUGUCGACG 82
chr-7.trna55-Ser-TGA CCGCGCAGGUUCGAACCCUGCUGUCGACG 82
chr-7.trna18-Ser-TGA CCGCGCAGGUUCGAACCCUGCUGUCGACG 82
chr-3.trna89-Ser-TGA CCGCGCAGGUUCGAACCCUGCUGUCGACG 82
chr-7.trna86-Ser-TGA CCGCGCAGGUUCGAACCCUGCUGUUGACG 82
chr-5.trna104-Ser-TGA CCGCGCAGGUUCGAACCCUGCUGUUGACG 82
chr-4.trna28-Ser-TGA UAUCGAGGGUUCGAAUCCCCCUCUCUCCU 89
chr-8.trna112-Ser-TGA UAUCGAGGGUUCGAAUCCCCCUCUCUCCU 89
chr-4.trna18-Ser-TGA UAUCGAGGGUUCGAAU-CCCCUCUCUCCU 88
                        .........70........80........