                        (((((((..((((........)))).(((.(((....).)))))...............(
chr-2.trna177-Tyr-GTA GGGAGAGUGGCCGAGCGGUCAAAAGCGACAGACUGUAAAUCUGUUGAAG-GUUUUCUACG 59
chr-4.trna102-Tyr-GTA GAGUUGAUGUCCGAGUGGUUAAUGGGGACGGAUUGUAAAUUCGUUGAUGAAAUGUGUGUG 60
chr-1.trna3-Tyr-GTA CCGACCUUAGCUCAGUUGGUAGAGCGGAG-GACUGUAGAUCCUUAGGU----------CG 49
chr-1.trna112-Tyr-GTA CCGACCUUAGCUCAGUUGGUAGAGCGGAG-GACUGUAGAUCCUUAGGU----------CG 49
chr-7.trna86-Tyr-GTA CCGACCUUAGCUCAGUUGGUAGAGCGGAG-GACUGUAGAUCCUUAGGU----------CG 49
chr-7.trna43-Tyr-GTA CCGACCUUAGCUCAGUUGGUAGAGCGGAG-GACUGUAGAUCCUUAGGU----------CG 49
chr-7.trna22-Tyr-GTA CCGACCUUAGCUCAGUUGGUAGAGCGGAG-GACUGUAGAUCCUUAGGU----------CG 49
chr-6.trna25-Tyr-GTA CCGACCUUAGCUCAGUUGGUAGAGCGGAG-GACUGUAGAUCCUUAGGU----------CG 49
chr-5.trna56-Tyr-GTA CCGACCUUAGCUCAGUUGGUAGAGCGGAG-GACUGUAGAUCCUUAGGU----------CG 49
chr-4.trna106-Tyr-GTA CCGACCUUAGCUCAGUUGGUAGAGCGGAG-GACUGUAGAUCCUUAGGU----------CG 49
chr-3.trna132-Tyr-GTA CCGACCUUAGCUCAGUUGGUAGAGCGGAG-GACUGUAGAUCCUUAGGU----------CG 49
chr-3.trna66-Tyr-GTA CCGACCUUAGCUCAGUUGGUAGAGCGGAG-GACUGUAGAUCCUUAGGU----------CG 49
chr-2.trna32-Tyr-GTA CCGACCUUAGCUCAGUUGGUAGAGCGGAG-GACUGUAGAUCCUUAGGU----------CG 49
chr-1.trna118-Tyr-GTA CCGACCUUAGCUCAGUUGGUAGAGCGGAG-GACUGUAGAUCCUUAGGU----------CG 49
chr-2.trna150-Tyr-ATA GGGGAUGUAGCUCAAUUGGUAGAGCGAUGAUUAUAGCUUAACAUAGGU----------AC 50
                        .........10........20........30........40........50.........

                        ((((.......)))))))))))).
chr-2.trna177-Tyr-GTA UAGGUUCGAAUCCUGCCUCUCCCA 83
chr-4.trna102-Tyr-GTA CUGGUUAACAUCCAGCUCGGCCCA 84
chr-1.trna3-Tyr-GTA CUGGUUCGAAUCCGGCAGGUCGGA 73
chr-1.trna112-Tyr-GTA CUGGUUCGAAUCCGGCAGGUCGGA 73
chr-7.trna86-Tyr-GTA CUGGUUCGAAUCCGGCAGGUCGGA 73
chr-7.trna43-Tyr-GTA CUGGUUCGAAUCCGGCAGGUCGGA 73
chr-7.trna22-Tyr-GTA CUGGUUCGAAUCCGGCAGGUCGGA 73
chr-6.trna25-Tyr-GTA CUGGUUCGAAUCCGGCAGGUCGGA 73
chr-5.trna56-Tyr-GTA CUGGUUCGAAUCCGGCAGGUCGGA 73
chr-4.trna106-Tyr-GTA CUGGUUCGAAUCCGGCAGGUCGGA 73
chr-3.trna132-Tyr-GTA CUGGUUCGAAUCCGGCAGGUCGGA 73
chr-3.trna66-Tyr-GTA CUGGUUCGAAUCCGGCAGGUCGGA 73
chr-2.trna32-Tyr-GTA CUGGUUCGAAUCCGGCAGGUCGGA 73
chr-1.trna118-Tyr-GTA CUGGUUCGAAUCCGGCAGGUCGGA 73
chr-2.trna150-Tyr-ATA GGGGUUCGAUUCCUCGCAUCUCCA 74
                        .........70........80...